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2.0 



tICHCENTERt 



SOFTWARE: Patent In Ver. 
SEQ ID NO 1 
LENGTH: 1994 
TYPE: DNA 

ORGANISM: Homo sapiens 
FEATURE: 
NAME /KEY: CDS 

(149) . . (1408) 
1 

ggcacgagca tggcccttgt gatccaggtg gggaaactaa ggcccagaga agtgaggacc 
ccgcagacta tcaatcccag tctcttcccc tcactccctg tgaagctctc cagcatcatc 
gaggtcccat cagcccttgc cctgttgg atg aat agg cac etc tgg aag age 

Met Asn Arg His Leu Trp Lys Ser 



LOCATION 
SEQUENCE 



60 

120 

172 



26 


caa 


ctg 


tgt 


gag 


atg 


gtg 


cag 


cec 


agt 


ggt 


ggc 


ecg 


gca 


gca 


gat 


eag 


220 


27 


Gin 


Leu 


Cys 


Glu 


Met 


Val 


Gin 


Pro 


Ser 


Gly 


Gly 


Pro 


Ala 


Ala 


Asp 


Gin 




28 




10 










15 










20 












29 


gac 


gta 


ctg 


ggc 


gaa 


gag 


tct 


cct 


ctg 


ggg 


aag 


eca 


gcc 


atg 


ctg 


cac 


268 


30 


Asp 


Val 


Leu 


Gly 


Glu 


Glu 


Ser 


Pro 


Leu 


Gly 


Lys 


Pro 


Ala 


Met 


Leu 


His 




31 


25 










30 










35 










40 




32 


ctg 


cct 


tea 


gaa 


eag 


ggc 


get 


cct 


gag 


ace 


etc 


eag 


cgc 


tgc 


ctg 


gag 


316 


33 


Leu 


Pro 


Ser 


Glu 


Gin 


Gly 


Ala 


Pro 


Glu 


Thr 


Leu 


Gin 


Arg 


Cys 


Leu 


Glu 




34 










45 










50 










55 






35 


gag 


aat 


caa 


gag 


etc 


cga 


gat 


gee 


ate 


egg 


cag 


age 


aac 


cag 


att 


ctg 


364 


36 


Glu 


Asn 


Gin 


Glu 


Leu 


Arg 


Asp 


Ala 


He 


Arg 


Gin 


Ser 


Asn 


Gin 


He 


Leu 




37 








60 










65 










70 








38 


egg 


gag 


cgc 


tgc 


gag 


gag 


ett 


ctg 


cat 


ttc 


caa 


gcc 


age 


cag 


agg 


gag 


412 


39 


Arg 


Glu 


Arg 


Cys 


Glu 


Glu 


Leu 


Leu 


His 


Phe 


Gin 


Ala 


Ser 


Gin 


Arg 


Glu 




40 






75 










80 










85 










41 


gag 


aag 


gag 


ttc 


etc 


atg 


tgc 


aag 


ttc 


cag 


gag 


gee 


agg 


aaa 


ctg 


gtg 


460 


42 


Glu 


Lys 


Glu 


Phe 


Leu 


Met 


Cys 


Lys 


Phe 


Gin 


Glu 


Ala 


Arg 


Lys 


Leu 


Val 




43 




90 










95 










100 












44 


gag 


aga 


etc 


ggc 


ctg 


gag 


aag 


etc 


gat 


ctg 


aag 


agg 


eag 


aag 


gag 


cag 


508 



1635 
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45 


Glu 


•~-y 


Leu 


Glv 


Leu 


Glu 


Lys 


Leu 


Asp 


Leu 


Lys 


Arcr 

y 


Gin 


Lys 


Glu 


Gin 




46 


105 










110 










115 










120 




47 




^ ^y 


^yy 


yciy 


y i-y 


rjo rr 
y ety 


cac 


ctg 


ddy 


aga 


uy 


cag 


cag 


cag 


atg 


get 


556 


48 


Ala 


Leu 


"xy 


Glu 


Val 


Glu 


His 


Leu 


Lys 


Ara 


Cys 


Gin 


Gin 


Gin 


Met 


Ala 




d<^ 










125 










130 










135 






3 u 


(TO rr 


gac 


aag 


gcc 


tet 


cr1"cr 
y i-y 


aaa 


gcc 


cag 


y v-y 


aeg 


tee 


ttg 


etc 


ggg 


y ^y 


604 


51 


Glu 


Asp 


Lys 


Ala 


Ser 


Val 


Lys 


Ala 


Gin 


Val 


Thr 


Ser 


Leu 


Leu Gly 


Glu 












X*X u 










145 










150 










C tC[ 


cag 


ones 

y**y 


age 


cag 


agt 


egc 


tta 


cracr 
y ciy 


get 


gee 


act 


aag 


gaa 


tgc 


cag 


652 


54 




Gin 


Glu 


Seir 


Gin 


Ser 


Axy 


Leu 


Glu 


Ala 


Ala 


Thr 


Lys 


Glu 


Cys 


Gin 










1 

X3 3 










160 










165 












^ O L> 


^ ^y 


yay 


yy 


cyy 


y ^ ^ 


^yy 


rrr'rr 

yv-y 


gcc 


age 


yciy 


cag 


y *-y 


egg 


cag 


ctg 


700 




Ala 




w X Li 


vjf xy 


-ftxy 


Ala 


Axy 


Ala 


Ala 


Ser 


Glu 


Gin 


Ala 


Arg Gin 


Leu 




oo 




X / u 










17R 

X / -J 










180 












RQ 




-a rrt" 
ciy L. 


yay 


v^y 


y^y 


rrr'rr 

gey 


\— uy 


o o rr 
dy 


cag 


r* o rr 
V— dy 


cac 


age 


y ^y 


cag 


y i^y 


CTa r* 
y d^ 


748 


60 


Glu 


SeiT 


Glu 


AT*cr 
Axy 


Glu 


Ala 


Leu 


Gin 


Gin 


Gin 


His 


Ser 


Val 


Gin 


Val 


Asp 




D JL 


1 ftR 

X o ^ 










190 










195 










200 




o ^ 




/-I t* (T 

^ L.y 


^y ^ 


ci uy 


O CT 


rrrrr* 

yy^ 


r'a rr 
v-dy 


o rrr* 
dy <w 


rrt" rr 

y i-y 


rra rr 

ya.y 


y ^ 


y *-y 


oi" r* 


egc 


atcr 

d ^y 


rra rr 

yo-y 


7 Qfi 


o o 


m n 


T .^11 


MXy 




\JXU 


vjxy 


Gin 


OCX 


Val 


Glu 


Ala 


Ala 


Leu 


*4xy 




Glu 




oft 










^ U 3 










91 0 

^ X 1/ 










21R 
^ x^ 






D 3 


cgc 


cag 


y v 


y ^—v* 


L> ^y 


rrarr 

yay 


rra rr 


a a rr 
ddy 


o rrrr 

<4yy 


o o rr 
ddy 


ctg 


rrr* r» 
y ^ 


cag 


ttg 


cag 


rr i~ rr 

y t-y 


844 

O *x *± 


D D 


Airy 


Gin 


Ala 


Ala 


Ser 


Glu 


Glu 


Lys 


>4xy 


Lys 


Leu 


Ala 


Gin 


Leu 


Gin 


Val 




o / 








^ ^ u 










225 










230 








o o 


C[CC 




cac 


cag 


/~i 4- /~» 




r«a a 


rro a 
y dd 


ud^ 


rr o r" 
y d^ 


o o r' 
ddv^ 


r» 


d 


aag 


age 


arrr" 
dy \^ 


8Q9 




Ala 


j.yx 


His 


Gin 


Leu 


Phe 


Gin 


Glu 


Tvr 


Asp 


Asn 


His 


He 


XI 9 


OCX 


Ser 




/ u 






^ o 3 










^ *x U 










245 










71 


y ty 


y t-y 


acre* 

yy t- 


agt 


rra rr 

yay 


eyy 


aag 


ega 


yyo. 


atg 


cag 


r'1"cr 
L-y 


y dd 


gat 


etc 


aaa 


940 


72 


Val 


Val 


Glv 


SesT 


Glu 


Ara 
Axy 


Lys 


Arcr 

Mxy 


Glv 


Met 


Gin 


Leu 


Glu 


Asp 


Leu 


Lys 




7"^ 




4C« ^ V/ 










255 










260 












/ *± 


r* s rr 

Cay 


v^cty 




^dy 


r'a rr 
^ciy 


y ^ V— 


rr o rr 

y«g 


rra rr 

y«g 


y 


r« f- rr 

^y 


y t-y 


y 


^ A A 
ddd 


cag 


gag 


y*-y 


988 
^ o o 


75 


Gin 


Gin 


Leu 


Gin 


Gin 


Ala 


Glu 


Glu 


Ala 


Leu 


Val 


Ala 


Lys 


Gin 


Glu 


Val 




1 D 


^ O 3 










Old 










275 










280 






a h n 


rral- 

y CL L> 


ctciy 


\* L>y 


o o rr 
day 


n a rr 

yd-y 


rran 

yeiy 


rrr' r" 
y 


fra rr 

ycty 


cag 


cac 


aag 


att 


gtg 


atg 


yay 


1036 


7fi 


lie 


Asp 


Lys 


Leu 


Lys 


Glu 


Glu 


Ala 


Glu 


Gin 


His 


Lys 


He 


val 


Met 


Glu 




7Q 










^ O -J 










2 90 










295 






o u 


a /-I 


y u u 


L» v-y 


yty 


r*!" rr 
^ i«y 


o o rr 
ddy 


rrr'r* 

y 


r'o rr 
i^dy 


crr'cr 
ycy 


y d L> 


ate 


tac 


ddy 


gcg 


gac 


I- 1- 


1084 

X O *x 


O X 




Val 


Pnro 


Val 


Leu 


Lys 


Ala 


Gin 


Ala 


Asp 


He 


±yx 


Lys 


Ala 


Asp 


Phe 












J U u 










0 R 

O VJ ^ 










310 








83 


cag 


get 


gag 


agg 


cag 


gee 


egg 


gag 


aag 


ctg 


gcc 


gag 


aag 


aag 


gag 


etc 


TITO 
11 


84 


Gin 


Ala 


Glu 


Arg 


Gin 


Ala 


Arg 


Glu 


Lys 


Leu 


Ala 


Glu 


Lys 


Lys 


Glu 


Leu 




85 






315 










320 










325 










86 


ctg 


cag 


gag 


cag 


ctg 


gag 


cag 


ctg 


cag 


agg 


gag 


tac 


age 


aaa 


ctg 


aag 


1180 


87 


Leu 


Gin 


Glu 


Gin 


Leu 


Glu 


Gin 


Leu 


Gin 


Arg 


Glu 


Tyr 


Ser 


Lys 


Leu 


Lys 




88 




330 










335 










340 












89 


gcc 


age 


tgt 


cag 


gag 


teg 


gcc 


agg 


ate 


gag 


gac 


atg 


agg 


aag 


egg 


cat 


1228 


90 


Ala 


Ser 


Cys 


Gin 


Glu 


Ser 


Ala 


Arg 


He 


Glu 


Asp 


Met 


Arg 


Lys 


Arg 


His 




91 


345 










350 










355 










360 




92 


gtc 


gag 


gtc 


tec 


cag 


gcc 


cec 


ttg 


cec 


cec 


gcc 


ect 


gcc 


tac 


etc 


tec 


1276 


93 


val 


Glu 


Val 


Ser 


Gin 


Ala 


Pro 


Leu 


Pro 


Pro 


Ala 


Pro 


Ala 


Tyr 


Leu 


Ser 




94 










365 










370 










375 
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95 




tct 


ccc 


ctg 


gcc 


ctg 


ccc 


age 


cag 


agg 


agg 


age 


ccc 


ccc 


gag 


gag 


cca 


1324 


96 




Ser 


Pro 


Leu 


Ala 


Leu 


Pro 


Ser 


Gin 


Arg 


Arg 


Ser 


Pro 


Pro 


Glu 


Glu 


Pro 




97 










380 










385 










390 








98 




cct 


gac 


ttc 


tgc 


tgt 


ccc 


aag 


tgc 


cag 


tat 


cag 


gcc 


cct 


gat 


atg 


gac 


1372 


99 




Pro Asp 


Phe 


Cys 


Cys 


Pro 


Lys 


Cys 


Gin 


Tyr 


Gin 


Ala 


Pro 


Asp 


Met 


Asp 




100 








395 










400 










405 










101 




acc 


ctg 


cag 


ata 


cat 


gtc 


atg 


gag 


tgc 


att 


gag 


tag 


ggccggccag 




1418 


102 




Thr 


Leu 


Gin 


He 


His 


Val 


Met 


Glu 


Cys 


He 


Glu 




















410 










415 










420 












104 




tgcaaggcca 


ctgcctgccc gaggacgtgc ccgggaccgt 


gcagtctgcg 


ctttcctctc 


1478 


J. U 3 




ccgcctgcct 


agcccaggat gaagggctgg gtggccacaa 


ctgggatgcc 


acctggagcc 


1 ft 

X^ J o 


106 




ccacccagga 


gctggccgcg gcaccttacg cttcagctgt 


tgatccgctg 


gtcccctctt 


1598 


107 




ttggggtaga 


tgcggccccg atcaggcctg actcgctgct 


ctttttgttc 


ccttctgtct 


1658 


1 nfi 

J.\J o 




gctcgaacca 


cttgcctcgg gctaatccct ccctcttcct 


ccacccggca 


ctggggaagt 


171ft 

X / X o 






caagaatggg 


gcctggggct ctcagggaga actgcttccc 


ctggcagagc 


tgggtggcag 


1 770 
X / / O 


1 1 n 

X J. VJ 




ctcttcctcc 


caccggacac cgacccgccc gccgctgtgc 


cctgggagtg 


ctgccctctt 


1 ft'^ft 
X O J o 


111 




accatgcaca 


cgggtgctct ccttttgggc tgcatgctat 


tccattttgc 


agccagaccg 


1 Q Q Q 

Xo 7 O 






atgtgtattt 


aaccagtcac tattgatgga catttgggtt 


gtttcccatc 


tttttgttac 


1 Q^ft 


XX J 
1 1 J. 


*'91 0^ 


cataaataat 
SEQ ID NO 2 


ggcatagtaa aaaaaaaaaa aaaaaa 






) 


1 Q Q A 
Xl7 ^ft 


lie 
X xo 

1 1 
X xo 


<Z XX > 


LENGTH: 419 
TYPE: PRT 




























1 1 T 
XX/ 


--Oil--* 
< Z X J > 


ORGANISM: Homo sapiens 
























lift 
X XO 


^ •* u u ^ 


SEQUENCE: 2 


















TECH CENTER 






1 1 Q 
X X7 




Met 


Asn 


Arg 


His 


Leu 


Trp 


Lys 


Ser 


Gin 


Leu 


Cys 


Glu 


Met 


Val 


Gin 


Pro 




X^ VJ 




1 








5 










10 










15 






1 O 1 
X^ X 




Ser 


Gly 


Gly 


Pro 


Ala 


Ala 


Asp 


Gin 


Asp 


Val 


Leu 


Gly 


Glu 


Glu 


Ser 


Pro 




122 










20 










25 










30 








1 O 1 
X^ J 




Leu 


Gly 


Lys 


Pro 


Ala 


Met 


Leu 


His 


Leu 


Pro 


Ser 


Glu 


Gin 


Gly 


Ala 


Pro 




124 








35 










40 










45 










1 o t% 

XZ 3 




Glu 


Thr 


Leu 


Gin 


Arg 


Cys 


Leu 


Glu 


Glu 


Asn 


Gin 


Glu 


Leu 


Arg 


Asp 


Ala 




X^ O 






50 










55 










60 












1 O 7 

x^ / 




He 


Arg 


Gin 


Ser 


Asn 


Gin 


He 


Leu 


Arg 


Glu 


Arg 


Cys 


Glu 


Glu 


Leu 


Leu 




128 




65 










70 










75 










80 




1 O Q 
XZ 7 




His 


Phe 


Gin 


Ala 


Ser 


Gin 


Arg 


Glu 


Glu 


Lys 


Glu 


Phe 


Leu 


Met 


Cys 


Lys 




X J u 












85 










90 










95 






1 1 
X J X 




Phe 


Gin 


Glu 


Ala 


Arg 


Lys 


Leu 


Val 


Glu 


Arg 


Leu 


Gly 


Leu 


Glu 


Lys 


Leu 




X o ^ 










100 










105 










110 












Asp 


Leu 


Lys 


Arg 


Gin 


Lys 


Glu 


Gin 


Ala 


Leu 


Arg 


Glu 


Val 


Glu 


His 


Leu 




134 








115 










120 










125 










135 




Lys 


Arg 


Cys 


Gin 


Gin 


Gin 


Met 


Ala 


Glu 


Asp 


Lys 


Ala 


Ser 


Val 


Lys 


Ala 




136 






130 










135 










140 












137 




Gin 


Val 


Thr 


Ser 


Leu 


Leu 


Gly 


Glu 


Leu 


Gin 


Glu 


Ser 


Gin 


Ser 


Arg 


Leu 




138 




145 










150 










155 










160 




139 




Glu 


Ala 


Ala 


Thr 


Lys 


Glu 


Cys 


Gin 


Ala 


Leu 


Glu 


Gly 


Arg 


Ala 


Arg 


Ala 




140 












165 










170 










175 






141 




Ala 


Ser 


Glu 


Gin 


Ala 


Arg 


Gin 


Leu 


Glu 


Ser 


Glu 


Arg 


Glu 


Ala 


Leu 


Gin 




142 










180 










185 










190 








143 




Gin 


Gin 


His 


Ser 


Val 


Gin 


val 


Asp 


Gin 


Leu 


Arg 


Met 


Gin 


Gly 


Gin 


Ser 




144 








195 










200 










205 
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145 




Val Glu Ala 


Ala 


Leu 


AX VJ 


Met 


Glu 


At"CT 


Gin 


Ala 


Ala 


Ser 


Glu 


Glu 


Lys 


146 




210 








215 










220 










147 




Airo" Livs Li^ii 


Ala 


Gin 


Leu 


Gin 


Val 


Ala 


xyx 


His 


Gin 


Leu 


Phe 


Gin 


Glu 


148 




225 






230 










235 










240 


149 




Tvr AsTD Asn 


His 


lie 


Lys 


Ser 


Ser 


Val 


Val 


Gly Ser Glu 




Lys 


Arg 


150 








245 










250 










255 




151 




Glv Met Gin 


Leu 


Glu 


Asp 


Leu 


Lys 


Gin 


Gin 


Leu 


Gin 


Gin 


Ala 


Glu 


Glu 


152 






260 










265 










270 






153 




Ala Leu Val 


Ala 


Lys 


Gin 


Glu 


Val 

V d X 


Tie 

xxc 




Lys 


Leu 


Lys 


Glu 


Glu 

UX LL 


Ala 

aXCL 


154 




275 










280 










28 

A O ^ 








155 




Glu Gl n H-i Q 


T A/Q 




Val 




Gl 11 

V7X LL 


"PVi t 

X IIX 


Val 


Pro 


Val 


Leu 


XI o 


Al ^ 


Gl n 

VJXll 


156 




290 








295 










J \j \j 










-L -J I 




n^a. XXC 




T ."V/Q 


Ala 

/^X Ct 






Gl n 


Ala 

nXCL 


Gl u 

VJX LL 




Gl n 


Al A 
nXCL 


A37g 


Gl 11 


158 




305 






310 










J X3 










J ^ V/ 








Gl u 


T i\7Q 

i-j y o 


T i'vrQ 


Gl U 

V3X Li 


XJv3 LL 


T .^1 1 

XIC LL 


Gin 

ox 11 


Glu 


Gin 


Leu 


Gl 11 
vj X LL 


Gl n 


T.01 1 
XI C LL 


160 








325 










33 0 










335 




161 




GT n At"ct Gl n 


xyiT 


OCX 


XI o 


T lO1 1 
XIC LL 


T A7G 
XJjr O 


Ala 


OCX 


Cys 


Gin 


Glu 


OCX 


al a 




J. u ^ 
















O 1 ^ 




















TIa Gin ActT» 




Airg 


xiy o 


Airy 


fix o 


Val 

V CT. X 


Gl 11 

L7X LI 


V^il 

V ClX 


OCX 


Gl n 


Al ;^ 


Xrx LJ 


XJC LL 


164 




355 










360 


















165 




Pro Pro Ala 


Pro 


Ala 


Tyr 


Leu 


Ser 


Ser 


Pro 


XICLL 


Al a 


XtC LL 


It X \J 


Ser 


Gin 


166 




370 








3 75 




















167 




Arg Arg Ser 


Pro 


Pro 


Glu 


Glu 


Pro 


Pro 


Asp 


Phe 


Cys 


Cys 


Pro 


Lys 


Cys 


-L V? O 




385 






390 










395 










*± w U 


169 




Gin Tyr Gin 


Ala 


Pro 


Asp 


1*1C L> 




Th-r 

X IIX 


UC LL 


Gin 


He 


His 


Val 

V CLX 


i^C L- 


Gl 11 

VJX LL 


170 








405 










*± X LI 










41 

1X3 




171 




Cys lie Glu 




























172 


<210> 


SEQ ID NO 3 




























173 


<211> 


LENGTH: 10 




























174 


<212> 


TYPE: PRT 




























175 


<213> 


ORGANISM: Homo sapiens 






















176 


<400> 


SEQUENCE : 3 




























177 




lie Val Met 


Glu 


Thr 


Val 


Pro 


Val 


Leu 


XI O 














178 




1 




5 










Xv 














179 


<210> 


SEQ ID NO 4 




























180 


<211> 


LENGTH: 17 




























181 


<212> 


TYPE : PRT 




























182 


<213> 


ORGANISM: Homo sapiens 
























<400> 


SEQUENCE: 4 




























184 




Lys Glu Leu 


Leu 


Gin 


Glu 


Gin 


Leu 


Glu 


Gin 


Leu Gin Arg 


Glu 


Tyr 


Ser 


185 




1 




5 










10 










15 




186 




Lys 




























187 


<210> 


SEQ ID NO 5 




























188 


<211> 


LENGTH: 16 




























189 


<212> 


TYPE: PRT 




























190 


<213> 


ORGANISM: Homo sapiens 






















191 


<400> 


SEQUENCE: 5 




























192 




Glu Leu Leu 


Gin 


Glu 


Gin 


Leu 


Glu 


Gin 


Leu 


Gin 


Arg 


Glu 


Tyr 


Ser 


Lys 


193 




1 




5 










10 










15 




194 


<210> 


SEQ ID NO 6 





























1635 



PAGE: 5 RAW SEQUENCE LISTING DATE: 04/05/2000 

PATENT APPLICATION US/09/377,795 TIME: 12:53:39 

Input Set: 1377795. RAW 

195 <211> LENGTH: 20 

196 <212> TYPE: PRT 

197 <213> ORGANISM: Homo sapiens 

198 <400> SEQUENCE: 6 

199 Arg His Val Glu Val Ser Gin Ala Pro Leu Pro Pro Ala Pro Ala Tyr 

200 15 10 15 

201 Leu Ser Ser Pro 

202 20 

203 <210> SEQ ID NO 7 

204 <211> LENGTH: 20 

205 <212> TYPE: PRT 

206 <213> ORGANISM: Homo sapiens 

207 <400> SEQUENCE: 7 

208 Leu Ala Gin Leu Gin Val Ala Tyr His Gin Leu Phe Gin Glu Tyr Asp 

209 1 5 10 15 

210 Asn His lie Lys 

211 20 

212 <210> SEQ ID NO 8 

213 <211> LENGTH: 11 

214 <212> TYPE: PRT 

215 <213> ORGANISM: Homo sapiens 

216 <220> FEATURE: 

217 <221> NAME/KEY: UNSURE 

218 <222> LOCATION: (1) 

219 <400> SEQUENCE: 8 

W--^ 220 Xaa Gin Tyr Gin Ala Pro Asp Met Asp Thr Leu 

221 15 10 

222 <210> SEQ ID NO 9 

223 <211> LENGTH: 17 

224 <212> TYPE: PRT 

225 <213> ORGANISM: Homo sapiens 

226 <220> FEATURE: 

UNSURE 
(1) 

W--^^ 230 Xaa Gin Pro Ser Gly Gly Pro Ala Ala Asp Gin Asp Val Leu Gly Glu 

231 15 10 15 

232 Glu 

233 <210> SEQ ID NO 10 

234 <211> LENGTH: 13 

235 <212> TYPE: PRT 

236 <213> ORGANISM: Homo sapiens 
23 7 <400> SEQUENCE: 10 

238 Gin Gin Leu Gin Gin Ala Glu Glu Ala Leu Val Ala Lys 

239 1 5 10 

240 <210> SEQ ID NO 11 

241 <211> LENGTH: 11 

242 <212> TYPE: PRT 

243 <213> ORGANISM: Homo sapiens 
Please NoteT ^ <^^^> sequence: ii 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the I / 

Sequence Listing to ensure that a corresponding explanation is presented in the <220> to ^ 
<22Z> fields of each sequence which presents at least one n or Xaa. 



227 <221> NAME/KEY 

228 <222> LOCATION 

229 <400> SEQUENCE 



PAGE: 6 V VERIFICATION SUMMARY^ DATE: 04/05/2000 

PATENT APPLICATION US/09/377,795 TIME: 12:53:39 

Input Set: 1377795. RAW 



Line ? Error/Warning 



103 W Invalid/Missing Amino Acid Numbering 

220 W "N" or "Xaa" used: Feature required 

230 W "N" or "Xaa" used: Feature required 

269 W "N" or "Xaa" used: Feature required 

279 W "N" or "Xaa" used: Feature required 

2 98 W "N" or "Xaa" used: Feature required 

308 W "N" or "Xaa" used: Feature required 



Original Text 



410 415 
Xaa Gin Tyr Gin Ala Pro Asp Met Asp Thr L 
Xaa Gin Pro Ser Gly Gly Pro Ala Ala Asp G 
Xaa Xaa Val Thr Ser Leu Leu Gly Glu Leu G 
Xaa Xaa Leu Gin Gin Ala Glu Glu Ala Leu V 
Xaa Gin Val Thr Xaa Leu Leu Xaa Glu Leu G 
Xaa Ala Gin Leu Gin Val Ala Tyr His Gin L 



